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ABSTRACT
Malassezia spp in skin microbiome scalp has been implicated in seborrheic dermatitis pathogenesis.
Thus, treatment based in antifungal combined to topical keratolitic agents have been indicated as
well as oral isotretinoin as it reduces the sebum production, glandular’s size and possesses anti-
inflammatory properties. This randomized, comparative and therapeutic trial aimed toper form the
genotypic identification of Malassezia species before and after low-dose oral isotretinoin or topical
antifungal treatments for moderate to severe seborrhea and/or seborrheic dermatitis on scalp.
Scales and sebum of the scalp were seeded in the middle of modified Dixon and incubated at 32�C.
For genotypic identification polymerase chain reaction primers for the ITS and D1/D2 ribossomal
DNA were used and followed by samples sequencing. The procedure was conducted before and
after therapeutic and randomized intervention for moderate to severe seborrhea/seborrheic
dermatitis on the scalp, including oral isotretinoin, 10 mg, every other day and anti-seborrheic
shampoo (piroctone olamine), over six months. The M. globosa and M. restricta were the most
frequent species isolated on the scalp before and after both treatments. Other non-Malassezia
species were also identified. The Malassezia spp. were maintained in the scalp after both treatments
that were equally effective for the control of seborrhea/seborrheic dermatitis clinical signs.
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Introduction

Seborrheic dermatitis (SD) is a chronic and inflamma-
tory dermatosis with recurrent character and its path-
ogenesis remains unclear.1,2 The prevalence of SD is
estimated between 2.35% and 11.30% in the general
population, according to the geographic region.2,3

Some American studies referred to its occurrence in
30% to 50% of the general population when they
included dandruff which is restricted to the scalp, and
involves itchy, flaking skin without visible inflamma-
tion.4 Several intrinsic and environmental factors,
such as sebaceous secretion, increase in triglycerides
and cholesterol and decrease in squalene and free fatty
acids, skin surface fungal colonization such as
Malassezia yeasts, host factor susceptibility, and
interactions between these factors, all contribute to
the pathogenesis.5,6 The Malassezia spp. are lipophilic
yeasts and the major fungi colonizing the human scalp
and of the most relevant represent yeast of skin fungal
microbiome. M. restricta and M. globosa represents

the most relevant species of the ten known isolated
species of Malassezia on human skin according to
some studies.7,8

Althought, the role of Malassezia spp. in seborrheic
dermatitis pathogenesis is sustained on observation
that removal of the yeasts by antifungal agent may
lead to remission, this yeast may not be considered the
etiologic agent of seborrheic dermatitis.9,10

Some authors pointed out its association with
seborrhoea and although it affects areas with greater
density of sebaceous glands, that is not being well
established association between higher sebaceous
secretion and seborrheic dermatitis.5,11 Likewise, it has
been described that women with seborrheic dermatitis
may even have a lower sebum flow than individuals
without seborrheic dermatitis and cases of extreme
oiliness without signs of seborrheic dermatitis were
mentioned. Moreover, seborrheic dermatitis therapy
is traditionally obtained through the use of several
classes of topical keratolytic, corticosteroid and

CONTACT C. S. L. Kamamoto, MD, PhD cristhineslk@yahoo.com.br Avenida Ministro Alvaro de Souza Lima 253 bl 2/203 04664-020 Sao Paulo, SP, Brazil.
This paper was presented at the 3rd International Conference on Sebaceous Gland, Acne, Rosacea and Related Diseases held in September 2016.
© 2018 C. S. L. Kamamoto, A. S. Nishikaku, O. F. Gompertz, A. S. Melo, K. M. Hassun, and E. Bagatin. Published with license by Taylor & Francis
This is an Open Access article distributed under the terms of the Creative Commons Attribution-NonCommercial-NoDerivatives License (http://creativecommons.org/licenses/by-nc-nd/
4.0/), which permits non-commercial re-use, distribution, and reproduction in any medium, provided the original work is properly cited, and is not altered, transformed, or built upon in
any way.

DERMATO-ENDOCRINOLOGY
2018, VOL. 9, NO. 1, e1361573 (8 pages)
https://doi.org/10.1080/19381980.2017.1361573

https://crossmark.crossref.org/dialog/?doi=10.1080/19381980.2017.1361573&domain=pdf&date_stamp=2018-03-27
mailto:cristhineslk@yahoo.com.br
http://creativecommons.org/licenses/by-nc-nd/4.0/
http://creativecommons.org/licenses/by-nc-nd/4.0/
https://doi.org/10.1080/19381980.2017.1361573


antifungal products and the options for systemic treat-
ment consist in the antifungals such as imidazoles
(itraconazole, fluconazole and ketoconazole) and ter-
binafine with variable results and there is no gold stan-
dard among them.1 In the worldwide, oral isotretinoin
is considered the drug of choice in the treatment of
severe acne vulgaris and nevertheless being off-label
use, this is a more effective option since it reduces the
synthesis of sebum and modulates toll-like receptors 2
and 4.12-14

Considering theMalassezia spp. as a lipophilic yeast
that needs an adequate environment to its develop-
ment, it has been hypothesized that the low-dose oral
isotretinoin treatment may have a possible benefit in
the erradication of its colonization in the scalp of indi-
viduals with moderate to severe seborrheic dermatitis
and / or seborrhea.

Patients and methods

This therapeutic interventional, randomized, and
comparative study with parallel groups was approved
by the Institutional Review Board of the Federal Uni-
versity of Sao Paulo (protocol no. 0126/10) and regis-
tered at ClinicalTrials.gov (NCT01139749). Subjects
were recruited at the outpatient dermatology clinic of
a public hospital. All subjects signed a consent form
prior to enrollment. The inclusion criteria were: age
from 18 to 40, moderate to severe seborrhea and/or
seborrheic dermatitis on the scalp and/or face, with a
clinical severity score of �4, according to evaluation
of six clinical parameters (oiliness, erythema, and scal-
ing on the face and scalp) and a 4-point numeric scale
(total score corresponding to the sum of the values
ranged from 4 to 18 at baseline and 0 to 18 atend of
the study). The exclusion criteria for all subjects were
the presence of chronic and inflammatory dermatoses
on the scalp and face, and paraben hypersensitivity.
Additional exclusion criteria for subjects to be treated
with isotretinoin were: previous treatment with oral
retinoids, tetracyclines and derivatives, vitamin A and
polyvitamins, chemotherapy, carbamazepine and phe-
nytoin; autoimmune, bone, muscle, renal andhepatic-
diseases; alterations in laboratorytests; a positive
serumpregnancytest, lactation, andthe non-use ofbar-
rierand non-barriercontraceptionmethods in women.
After randomization two groups were created: ISO,
patients treated with 10 mg oral isotretinoin every
other day and SHAMPOO (SH), patients using only

topical treatment anti-seborrheic shampoo to clean
the scalp and hair three times a week. The shampoo
composition included 0.1% lipo hydroxy acid (LHA),
1.3% salicylic acid, 0.2% glycacil, 1% piroctone
olamine, and 2% lipo amino acid. The efficacy varia-
bles were assessed at baseline and 6 months by the
same investigator. The sebum secretion at the midline
of the scalp was assessed using a Sebumeter (Courage
&Khazaka Electronic GmbH, Cologne, Germany).
This assessment was conducted in a room maintained
at relative humidity of 40–44% and temperature of
22–24�C.

Molecular identification of Malassezia species

simultaneously to phenotypic identification, Malasse-
zia yeast strains were identified at species level by
sequencing of ITS and D1/D2-28S of rDNA. Previ-
ously, the clinical samples were cultivated in modified
Dixon agar15 for 7–14 days at 32�C. After yeast
growth, culture samples were transferred to micro-
tubes containing 1 mL of phosphate buffered saline
(PBS), centrifuged three times at 16,000 £ g for 3 min.
The final pellet was resuspended in 100 mL of Pre-
pManTM reagent (Applied Biosystems, USA) for yeast
DNA extraction, according to the manufacturer’s
instructions.The polymerase chain reaction (PCR)
was performed for amplification of ITS and D1/D2-
28S of rDNA using the PCR Master Mix (Promega,
USA) and universal primers for panfungal identifica-
tion. The forward V9G (50-TTACGTCCCTGCCC
TTTGTA-30) and reverse LS266 (50-GCATTCC-
CAAACAACTCGACTC-30) primers were employed
for ITS amplification,16 and the forward NL1 (50-GC
ATATCAATAAGCGGAGGAAAAG-30) and reverse
NL-4 (50-GGTCCGTGTTTCAAGACGG-30) primers
for D1/D2-28S rDNA amplification.15,16 A total vol-
ume of 25 mL was used for each reaction and PCR was
run on a Proflex PCR System (Applied Biosystems,
Inc., Foster City, CA, USA).DNA sequencing was per-
formed by using the dideoxynucleotide chain termina-
tion method with a Big Dye Terminator Reaction kit
v3.1 (Applied Biosystems, USA), following the proto-
col previously described.16 For ITS sequencing, the
forward primers V9G and ITS5 (50-GGAAG-
TAAAAGTCGTAACAAGG-30) and the reverse pri-
mers LS266 and ITS4 (50-TCCTCCGCTTATTGA
TATGC-30) were used.17,18 The same primers used for
D1/D2-28S PCR were applied for DNA sequencing.
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Samples were run on an automated ABI 3130 genetic
analyzer (Applied Biosystems, Inc., Foster City, CA,
USA). Sequencher� version 4.1.4 sequence analysis
software (Gene Codes Corporation, Ann Arbor, MI
USA, http://www.genecodes.com) was used for con-
sensus sequence assembly and edition, and a phred
score � 40 was considered to obtain high-quality data.
The consensus sequences were aligned and compared
with sequences deposited in public genomic databases:
GenBank (NCBI, USA, http://blast.ncbi.nlm.nih.gov/)
and CBS database (the Netherlands, http://www.cbs.
knaw.nl/). For accurate Malassezia species identifica-
tion, a maximum identity � 98% and an e-value <

10¡5 were considered.
The randomization was performed in blocks of four

at baseline and generated by computer. For statistical
analysis, the intention-to-treat (ITT) population was
used. Categorical data were compared using the chi-
squared test, Mann–Whitney U-test or Wilcoxon’s
test. Analyses were conducted in IBM SPSS Statistics
for Windows Version 19.0 (IBM Corp., Armonk, NY,
USA). The level of significance was established at
P < 0.05.

Results

At the baseline and six months after therapy, the total
of 87 scalp samples were collected from 46 and 41 sub-
jects and forty three and thirty nine of them had posi-
tive cultures for Malassezia species respectively
(Table 1). The most frequent species isolated on the
scalp were M. globosa, M. restricta and M. sympodialis
at baseline (Table 2). There was a reduction in M. glo-
bosa and an increase of M.restricta after treatment.
Similarly, in individuals with clinical diagnosis of seb-
orrheic dermatitis, M. globosa followed by M. restricta

(Table 3). There was no difference between M. globosa
and M. restricta frequency and age, gender, clinical
diagnosis, clinical severity, treatment group and
sebum secretion rate variables (Table 4). The identifi-
cation of Malassezia spp. strains obtained from scalp
subjects before and after treatment was demonstrated
in Table 5.

Some different Malassezia species were isolated
cohabiting the scalp before and after both treatment,
such as M. globosa-M. restricta, M. globosa-M. sympo-
dialis and M. restricta-M. sympodialiswere the most
registered peer of scalp colonization.

Table 1. Fungal species identified on scalp samples population
study overall (n D 87).

Isolated species N (%)

M. globosa 40 (45.8)
M. restricta 26 (29.8)
M. sympodialisx 7 (8.0)
M. dermatisx 3 (3.4)
M. furfur 2 (2.3)
M. japonica 2 (2.3)
M. slooffiae 1 (1,1)
Non- Malassezia species 5 (5.7)

Non-Malassezia species: T. asteroids, T.faecales, Rhodotorula spp., C. haemulo-
nis var. vulnera and C. parapsilosis.

One without growth.
xITS-rDNA region identification.

Table 2. Distribution of yeasts of Malassezia spp. at the baseline
and six month after treatment including all subjects (n D 81
samples).

Species (isolates) Baseline N(%) Month 6 N(%)

M. dermatisx 1 (2.3) 2 (5.6)
M. furfur 1 (2.3) 1(1.8)
M. globosa 24 (55.8) 16(44.4)
M. japonica 1 (2.3) 1 (2.8)
M. restricta 10 (23.3) 14 (38.9)
M. sloofiae 0 (0) 1(2.8)
M. sympodialisx 6 (14) 1 (2.8)

xITS-rDNA region identification.

Table 3. Distribution of yeasts of Malassezia spp. at the baseline
and six month after treatment in seborrheic dermatitis subjects
(n D 81 samples).

Species (isolates) Baseline N(%) Month 6 N(%)

M. globosa 24 (29.6) 16(19.7)
M. restricta 10 (11.3) 14 (17.3)

Table 4. Baseline characteristics in subjects according to yeasts of
Malassezia genus.

Variables
M. globosa
(n D 24)

M. restricta
(n D 10) p

Demographic
Age, years, mean § SD 28.5 § 5.6 28.3 § 7.2 0,985
Female, n (%) 17 (70.8) 7(70) 1,000

Clinical diagnosis
Seborrheic dermatitis, n (%) 20 (83.3) 6 (60.0) 0,309
Seborrhoea, n(%) 4 (16.7) 4 (40.0)

Clinical severity
Moderate level, n (%) 22(91.7) 10 (100) 0.888
Severe level, n(%) 2 (8.3) 0 (0.0)

Treatment group
ISO group, n (%) 13(54.2) 7 (70.0) 0,637
SH group, n(%) 11(45.8) 3(30.0)

Laboratorial
Sebum secretion rate, ug/cm2,
mean § SD

127.8 § 48 121.5§31.6 0.615

SD: standard deviation.
ISO: low-dose oral isotretinoin therapy.
SH: topical therapy with anti-seborrheic shampoo.
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Table 5. Identification of Malassezia spp. strains obtained from patients before and after treatment based on molecular methods (inter-
nal transcribed spacer region, ITS-rDNA and D1/D2-28S-rDNA sequencing).

Molecular Identification

Strain number Yeast ID Maximum ID (%) Yeast ID Maximum ID (%)

1 M. globosa 99% M. globosa 99%
1F M. japonica 99% M. japonica 100%
2 M. globosa 98% M. globosa 99%
2F M. globosa 99% M. globosa 99%
3 M. globosa 99% M. globosa 98%
3F M. restricta 99% M. restricta 99%
4 M. restricta 99% M. restricta 98%
4F M. restricta 99% M. restricta 99%
5 M. restricta 100% M. restricta 99%
5F M. globosa 99% M. globosa 100%
6F M. restricta 99% M. restricta 99%
7 M. restricta 99% M. restricta 99%
7F M. restricta 99% M. restricta 99%
8 M. sympodialis 99% M. sympodialis / M. dermatis 99%
9 M. furfur 99% M. furfur 99%
10 M. globosa 99% M. globosa 99%
10F M. globosa 99% M. globosa 99%
11 M. restricta 99% M. restricta 99%
11F M. restricta 99% M. restricta 99%
12 M. globosa 99% M. globosa 99%
12F M. restricta 99% M. restricta 99%
13 M. japonica 99% M. japonica 100%
13F M. globosa 98% M. globosa 99%
15 M. globosa 98% M. globosa 99%
15F M. slooffiae 99% M. slooffiae 100%
16 M. globosa 99% M. globosa 100%
16F M. globosa 99% M. globosa 98%
17 M. globosa 99% M. globosa 100%
17F M. globosa 98% M. globosa 99%
19 M. globosa 98% M. globosa 99%
19F M. restricta 99% M. restricta 99%
20 M. sympodialis 99% M. sympodialis 100%
20F M. globosa 99% M. globosa 99%
21 M. restricta 99% M. restricta 99%
21F M. furfur 99% M. furfur 100%
23 M. globosa 99% M. globosa 100%
23F M. restricta 99% M. restricta 99%
24 M. sympodialis 99% M. sympodialis 100%
24F M. globosa 99% M. globosa 99%
25 M. restricta 99% M. restricta 99%

Identificaç~ao molecular – regi~ao ITS-rDNA Identificaç~ao molecular – D1/D2 da regi~ao 28S-rDNA

N� Paciente Yeast ID Maximum ID (%) Yeast ID Maximum ID (%)

25F M. restricta 99% M. restricta 99%
27 M. globosa 98% M. globosa 98%
28 M. restricta 99% M. restricta 99%
29 M. globosa 99% M. globosa 99%
29F M. dermatis 99% M. dermatis/M. sympodialis 98%
30 M. globosa 99% M. globosa 99%
30F M. globosa 100% M. globosa 99%
31 M. globosa 99% M. globosa 99%
31F M. globosa 99% M. globosa 99%
32 M. globosa 99% M. globosa 100%
32F M. sympodialis 100% M. sympodialis 100%
33 M. restricta 99% M. restricta 99%
33F M. restricta 99% M. restricta 99%
35 M. globosa 99% M. globosa 99%
36 M. globosa 98% M. globosa 99%
37 M. globosa 98% M. globosa 100%
37F M. globosa 98% M. globosa 99%
38 M. globosa 98% M. globosa 99%
38F M. restricta 99% M. restricta 100%
39 M. sympodialis 99% M. sympodialis 99%
39F M. restricta 99% M. restricta 99%

(Continued on next page )
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Discussion

Malassezia spp. constitute a resident of the healthy
skin microbiome as well as atopic dermatitis, sebor-
rheic dermatitis and probably psoriasis lesioned
skin.10,19-21 Its role in the pathophysiology of sebor-
rheic dermatitis has not yet been fully elucidated. It is
believed that Malassezia species contribute as a trig-
gering factor of the inflammatory process of the innate
immunity of the skin mediated by complex interac-
tions between the fungal cell and its virulence factors,
just as, similarly P.acnes acts in acne.22 Its importance
is based on the fact that when there is a quantitative
reduction of the fungal load after specific topical and /
or systemic antifungal treatment the signs and symp-
toms improve significantly.1,23-31 Topical immunomo-
dulators was also reported as therapeutic option.32

There are about fourteen identified species of which
ten were isolated on human skin with clinical
importance (M. globosa, M. restricta, M sympodialis,
M. dermatis, M. japonica, M. obtusa, M. sloofiae,
M. furfur, M. pachydermatis, M. nana).7,8 Published
epidemiological data suggest geographical variations in
the rate of the isolated species, andmolecular typing
methods have been developed to evaluate the distribu-
tion of different Malassezia subtypes.7,9,15

This study presented unprecedentedly the prevalence
of Malassezia yeasts isolated on the scalp with

seborrheic dermatitis before and after treatment in a
randomized, comparative and therapeutic trial. Initially,
M. globosa and M. restricta were the predominant spe-
cies isolated both in SD and seborrhea lesions on the
scalp skin microbiome corroborating findings previ-
ously described.33 It is noteworthy that M. sloofiae was
identified only after treatment and M. sympodialis did
not show growth in any participant at the end of the
study. Such findings corroborate those already described
that M. globosa and M. restricta represented the most
frequent species both in DS lesions and in healthy skin
through the real-time PCR method. The same study
showed thatM.sympodialis, M. dermatis andM. sloofiae
were found in skin lesions in 25.8-35.5% and in rates of
14.8-22.2% in healthy skin.33

In some subjects, the Malassezia spp. identified
after treatment were not the same as those of the base-
line. Moreover, in seborrheic dermatitis subjects more
than one Malassezia spp. was found in culture con-
cluding that probably there is a coexistence of differ-
ent species on the scalp as described by some
authors.9,21 Study conducted in Greece demonstrated
that individuals with pityriasis versicolor and sebor-
rheic dermatitis presentedM.globosa as the most com-
monly isolated species (33.3%) or in combination with
M.sympodialis or M.restricta (13.3%) or together with
M. sympodialis or M. restricta in one individual
(2.2%) in cases of SD.9

Table 5. (Continued )

Identificaç~ao molecular – regi~ao ITS-rDNA Identificaç~ao molecular – D1/D2 da regi~ao 28S-rDNA

N� Paciente Yeast ID Maximum ID (%) Yeast ID Maximum ID (%)

40 M. globosa 99% M. globosa 100%
40F M. restricta 99% M. restricta 99%
42 M. restricta 97% M. restricta 99%
43 M. globosa 99% M. globosa 99%
43F M. globosa 99% M. globosa 99%
44 M. globosa 98% M. globosa 99%
44F M. globosa 99% M. globosa 99%
45 M. globosa 99% M. globosa 99%
45F M. globosa 99% M. globosa 99%
46F M. restricta 99% M. restricta 99%
47 M. sympodialis 100% M. sympodialis 100%
47F M. restricta <90% M. restricta 99%
48 M. restricta 100% M. restricta 100%
48F M. globosa 99% M. globosa 99%
51 M. sympodialis 100% M. sympodialis/ M.dermatis 99%
51F M. restricta <90% M. restricta 99%
52 M. globosa 98% M. globosa 100%
52F M. globosa 98% M. globosa 99%
54 M. dermatis 99% M. dermatis/M. sympodialis 99%
54F M. dermatis 99% M. dermatis/M. sympodialis 99%

ID DIdentity (chance of similarity between sequences with those of gene bank); E valueD Probability of alignment occurred by chance; 6D T. asteroides; 14DT.
faecales; 14FD Rhodotorula spp., 9FD C. haemulonis var. vulnera, 27FDwithout growth; 46F D C. parapsilosis; 8F, 28F, 35F, 36F, 42FD dropout; 40DoD dorsal
region (M. sympodialis); 40LoD lombar region (M. globosa).
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In a Canadian study, M.globosa was the predomi-
nant species (45%) isolated from DS skin lesions fol-
lowed by M.sympodialis (30.8%) and M.sloofiae
(10%). The trunk was the most colonized region with
82.1% of the individuals.34 In contrast, studies in
Japan showed that M.globosa, M.furfur and M.sympo-
dialis corresponded to the species identified in 20.8%,
20.8% and 6.3% of the samples respectively.19 Interest-
ingly, M.restricta has not been described in either of
the two previous studies.

In this context, genotypic identification through
PCR followed by sequencing are essential methods.
The ITS region of rDNA is not specific for Malassezia
spp. Because the same region is employed as the uni-
versal target for molecular identification of Candida
spp16 as well. Initially, the ITS region of the rDNA
was selected as the only target for the molecular iden-
tification of Malassezia spp. However, the literature
also describes the use of the D1-D2 domains of the
28S rDNA region, which are the most variable por-
tions of that region, in the identification of isolates of
Malassezia spp.35 Thus, sequencing of the ITS region
as well as the D1-D2 domains of rDNA is recom-
mended for accurate identification at the species level
for isolates of unknown identity. In the present study,
it was chosen to perform the methods that identify
two molecular targets to guarantee the reliability in
the species-level differentiation. We observed the
agreement between the molecular identification results
using the two targets, with percentages of identity
between the sequences greater than or equal to 98%,
confirming the utility of the ITS region and D1 / D-
28S region sequencing of the rDNA as a laboratory
tool to differentiate the Species of the genus Malasse-
zia.10,36 Strains of the genus Trichosporon identified in
two isolates do not represent contamination. It was
reported that occasionally in humans some species of
the genus Trichosporon may be part of the micro-
biome in the gastrointestinal and respiratory tract,
oral and vaginal mucosa and transiently in the skin.37

It was described that such fungus can lead to infection
of the armpit, pubic and perianal hairs in man.15 We
believe that Rhodotorula present in our study repre-
sented a contaminating fungus on the skin of the
scalp.

A systematic review concluded that there is no
standard treatment for seborrhea and DS which are
chronic conditions.1 We compared the two therapies
most reported in the literature – topical anti-

seborrheic shampoo23,25,26-28,31 and low-dose oral iso-
tretinoin, as this option have also been reported for
moderate acne treatment.12,13,38-42 Its use for sebor-
rhea and DS is not approved as well as for other der-
matosis reported in the literature.43 Despite clinical
improvement the reduced sebum secretion on scalp
environment was not sufficient to eliminate Malasse-
zia yeasts significantly in patients treated with oral iso-
tretinoin. It is possible that most adapted Malassezia
yeasts remained in the scalp despite the treatment.
Based in our findings it was not possible to corrobo-
rate with the hypothesis that Malassezia spp are etio-
logical factor. However they just acts as triggering
factor in etiopathogenesis of seborrheic dermatitis.
New mechanisms such as oxidative stress have been
discussed as responsible for seborrheic dermatitis
activity.44
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Fundaç~ao de Amparo �a Pesquisa do Estado de S~ao Paulo (S~ao
Paulo Research Foundation [FAPESP]), Brazil (no. 2010/
51049-1).

References

[1] Gupta AK, Richardson M, Paquet M. Systematic review
of oral treatments for seborrheic dermatitis. J Eur Acad
Dermatol Venereol. 2014;28(1):16-6. https://doi.org/
10.1111/jdv.12197. PMID:23802806

[2] Berk T, Scheinfeld N. Seborrheic dermatitis. Pharm
Therap. 2010;35(6):348-52.

[3] Schwartz RA, Janusz CA, Janniger CK. Seborrheicderma-
titis: an overview. Am Fam Physician. 2006;74:125-30.
PMID:16848386

[4] Del Rosso JQ, Kim GK. Seborrheic dermatitis and malas-
seziaspecies: How are theyrelated? J Clin Aesthet Derma-
tol. 2009;2:14-7. PMID:20725575

e1361573-6 C. S. L. KAMAMOTO ET AL.

https://doi.org/23802806
https://doi.org/16848386
https://doi.org/20725575


[5] Sakuma TH, Maibach HI. Oily Skin: An Overview. Skin
Pharmacol Physiol. 2012;25(5):227-35. https://doi.org/
10.1159/000338978. PMID:22722766

[6] De Angelis YM, Gemmer CM, Kaczvinsky JR, Kenneally
DC, Schwartz JR, Dawson TL Jr. Three etiologic facets of
dandruff and seborrheic dermatitis: Malassezia fungi,
sebaceous lipids, and individual sensitivity. J Invest Der-
matol Symp Proc. 2005;10(3):295-7. https://doi.org/
10.1111/j.1087-0024.2005.10119.x

[7] Gu�eho-Kellermann E, Boekhout T, Begerow D. Biodiver-
sity, phylogeny and ultra structure. In Boekhout T et al.
editors. Malassezia and the Skin. Berlin Heidelberg:
Springer Verlag; 2010. p. 117-63. DOI: 10.1007/978-3-
642-03616-3.

[8] Hay RJ, Midgley G. Introduction: Malassezia yeasts
from a historical perspective. In Boekhout T et al. edi-
tors. Malassezia and the Skin. Berlin Heidelberg:
Springer Verlag; 2010. p. 1-16. DOI: 10.1007/978-3-
642-03616-3.

[9] Gaitanis G, Velegraki A, Alexopoulos EC, Chasapi V,
Tsigonia A, Katsambas A. Distribution of Malassezia
species in pityriasis versicolor and seborrhoeic der-
matitis in Greece. Typing of the major pityriasis ver-
sicolor isolate M. globosa. Br J Dermatol. 2006;154
(5):854-9. https://doi.org/10.1111/j.1365-2133.2005.
07114.x. PMID:16634886

[10] Gaitanis G, Mayser P, Scheynius A, Crameri R. Malasse-
zia yeasts in seborrheicandatopic eczemas. In Boekhout
T et al. editors, Malassezia and the Skin. Berlin Heidel-
berg: Springer Verlag; 2010. p. 201-28. DOI: 10.1007/
978-3-642-03616-3.

[11] Zoubolis CC. Acne and sebaceous gland function. Clin-
Dermatol. 2004;22:360-6.

[12] Orfanus CE, Zouboulis CC. Oralretinoids in the treatment
of seborrhoea and acne. Dermatology. 1998;196(1):140-7.
https://doi.org/10.1159/000017848. PMID:9557249

[13] Geissler SE, Michelsen S, Plewig G. Verylow dose is otre-
tinoinis effective in controlling seborrhea. J Dtsch Der-
matol Ges. 2003;1(12):952-8. PMID:16285647

[14] Abraham S, Piguet V. An unusual presentation of Malas-
sezia dermatosis. Dermatology. 2006;212(1):4-6. https://
doi.org/10.1159/000089014. PMID:16319466

[15] Sugita T, Boekhout T, Velegraki A, Guillot J, Hađina S,
Caba~nes FJ. Epidemiology of Malassezia-Related Skin
Diseases. Boekhout T et al. editors, Malassezia and the
Skin Science and Clinical Practice. Berlin Heidelberg:
Springer Verlag; 2010. p. 201–28. DOI: 10.1007/978-3-
642-03616-3.

[16] Merseguel KB, Nishikaku AS, Rodrigues AM, Padovan
AC, e Ferreira RC, de Azevedo Melo AS, Briones MR,
Colombo AL. Geneticdiversity of medically important
and emerging Candida species causing in vasiveinfection.
BMC Infect Dis. 2015;15:57.https://doi.org/10.1186/
s12879-015-0793-3. PMID:25887032

[17] Guerrits van denEnde, AHG, de Hoog, GS. Variability
and molecular diagnostics of the neurotropicspecies Cla-
dophialophorabantiana. Stud Mycol. 1999;43:151-62.

[18] White TJ, Bruns TD, Lee SB, Taylor JW. Amplification
and direct sequencing of fungal ribosomalrna genes for
phylogenetics. In: Innis MA, Gelfand DH, Sninsky JJ,
White TJ, editors. PCR Protocols: A guideto methods
and applications. San Diego: Academic Press, Inc; 1990.
p. 315-22.

[19] Nakabayashi A, Sei Y, Guillot J. Identification of
Malassezia species isolated from patients with sebor-
rhoeic dermatitis, atopic dermatitis, pityriasis versi-
color and normal subjects. Med Mycol. 2000;38
(5):337-41. https://doi.org/10.1080/mmy.38.5.337.341.
PMID:11092380

[20] Mayser P, Gaitanis G. Physiology and Biochemistry.
Boekhout T et al. editors. Malassezia and the Skin. Berlin
Heidelberg: Springer Verlag; 2010. p. 121-37. DOI:
10.1007/978-3-642-03616-3.

[21] Sandstr€omFalk MH, TengvallLinder M, Johansson C.
The prevalence of Malasseziayeasts in patients with at
opicdermatitis, seborrhoeicdermatitis and healthy con-
trols. Acta DermVenereol. 2005;85:17-23.

[22] Sampaio AL, Mameri AC, Vargas TJ, Ramos-e-Silva M,
Nunes AP, Carneiro SC. Seborrheicdermatitis. AnBras-
Dermatol. 2011;86(6):1061-74.

[23] Gupta AK, Nicol KA. Ciclopirox 1% shampoo for
the treatment of seborrheicdermatitis. Int J Derma-
tol. 2006;45:66-9. https://doi.org/10.1111/j.1365-
4632.2004.02331.x. PMID:16426382

[24] Vena GA, Micali G, Santoianni P, et al. Oral terbinafine
in the treatment of multi-siteseborrheicdermatitis: a mul-
ticenter, double-blind placebo-controlled study. Int J
Immunopathol Pharmacol. 2005;18:745-53. https://doi.
org/10.1177/039463200501800418. PMID:16388724

[25] Bailey P, Arrowsmith C, Darling K. A double-blind ran-
domized vehicle-controlled clinical trial investigating the
effect of ZnPTOonthescalp vs. antidandruff efficacy and
antimycoticactivity. Int J CosmetSci. 2003;25:183-8.
https://doi.org/10.1046/j.1467-2494.2003.00183.x

[26] Bhatia N. Treating seborrheicdermatitis: review of mech-
anisms and the rapeuticoptions. J DrugsDermatol.
2013;12(7):796-8.

[27] Borgers M, Degreef H. The role of ketoconazole in sebor-
rheicdermatitis. Cutis. 2007;80:359-63. PMID:18038701

[28] C€omert A, Bekiroglu N, G€urb€uz O, Ergun T. Efficacy of
oral fluconazole in the treatment of seborrheicdermatitis:
a placebo-controlled study. Am J ClinDermatol.
2007;8:235-8.

[29] Elewski BE, Abramovits W, Kempers S. A novel foamfor-
mulation of ketoconazole 2% for the treatment of sebor-
rheicdermatitis on multiple body regions. J Drugs
Dermatol. 2007;6:1001-8. PMID:17966177

[30] Kose O, Erbil H, Gur AR. Oral itraconazole for the treat-
ment of seborrhoeicdermatitis: an open, noncomparative
trial. J Eur Acad Dermatol Venereol. 2005;19(2):172-5.
https://doi.org/10.1111/j.1468-3083.2005.01090.x. PMID:
15752285

[31] Lod�en M, Wessman C. The antidandruff efficacy of a
shampoo containing piroctoneolamine and salicylicacid

DERMATO-ENDOCRINOLOGY e1361573-7

https://doi.org/22722766
https://doi.org/10.1111/j.1087-0024.2005.10119.x
https://doi.org/10.1007/978-3-642-03616-3
https://doi.org/10.1007/978-3-642-03616-3
https://doi.org/10.1007/978-3-642-03616-3
https://doi.org/10.1007/978-3-642-03616-3
https://doi.org/10.1111/j.1365-2133.2005.07114.x
https://doi.org/16634886
https://doi.org/10.1007/978-3-642-03616-3
https://doi.org/10.1007/978-3-642-03616-3
https://doi.org/9557249
https://doi.org/16285647
https://doi.org/16319466
https://doi.org/10.1007/978-3-642-03616-3
https://doi.org/10.1007/978-3-642-03616-3
https://doi.org/10.1186/s12879-015-0793-3
https://doi.org/25887032
https://doi.org/10.1080/mmy.38.5.337.341
https://doi.org/11092380
https://doi.org/10.1007/978-3-642-03616-3
https://doi.org/10.1111/j.1365-4632.2004.02331.x
https://doi.org/16426382
https://doi.org/16388724
https://doi.org/10.1046/j.1467-2494.2003.00183.x
https://doi.org/18038701
https://doi.org/17966177
https://doi.org/10.1111/j.1468-3083.2005.01090.x
https://doi.org/15752285


in comparison to that of a zincpyrithione shampoo. Int J
CosmetSci. 2000;22:285-9. https://doi.org/10.1046/
j.1467-2494.2000.00024.x

[32] Ang-Tiu CU, Meghrajani CF, Maano CC. Pimecrolimus
1% cream for the treatment of seborrheicdermatitis: a
systematic review of randomized controlled trials. Expert
Rev Clin Pharmacol. 2012;5(1):91-7. https://doi.org/
10.1586/ecp.11.68. PMID:22142161

[33] Tajima M, Sugita T, Nishikawa A. Molecular analysis of
Malassezia microflora in seborrheicdermatitis patients:
comparison with other diseases and healthy subjects. J
Invest Dermatol. 2008;128:345-51. https://doi.org/
10.1038/sj.jid.5701017. PMID:17671514

[34] Gupta AK, Kohli Y. Prevalence of Malassezias pecieson
various body sites in clinically healthy subjects repre-
senting different age groups. Med Mycol. 2004;42:35-
42. https://doi.org/10.1080/13693780310001610056.
PMID:14982112

[35] Cafarchia C, Gasser RB, Figueredo LA, Latrofa MS,
Otranto D. Advances in the identification of Malassezia.
Mol Cell Probes. 2011;25(1):1-7. https://doi.org/10.1016/
j.mcp.2010.12.003. PMID:21193026

[36] Gemmer CM, De Angelis YM, Theelen B, Boekhout
T, Dawson TL Jr. Fast, noninvasive method for
molecular detection and differentiation of Malassezia
yeast species on human skin and application of the
method to dandruff microbiology. J Clin Microbiol.
2002;40(9):3350-7.https://doi.org/10.1128/JCM.40.9.
3350-3357.2002. PMID:12202578

[37] Colombo AL, Padovan ACB, Chaves GM. Current
Knowledge of Trichosporon spp. and Trichosporonosis.
Clin Microbiol Rev. 2011;24(4):682-700. https://doi.org/
10.1128/CMR.00003-11. PMID:21976604

[38] Bartell H, Ransdell BL, Ali A. Tinea versicolor clear-
ance with oral isotretinoin therapy. J Drug Dermatol.
2006;5:74-5.

[39] Kamamoto CSL, Sanudo A, Hassun KM, Bagatin E. Low-
dose oral isotretinoin for moderate to severe seborrhea/
seborrheic dermatitis: a randomized and comparative
trial. Int J Dermatol. 2017;56:80-5. https://doi.org/
10.1111/ijd.13408. PMID:27778328

[40] Zoubolis CC. Isotretinoin revisited: pluripotent effects on
human sebaceous gland cells. J Invest Dermatol.
2006;126:2154-6. https://doi.org/10.1038/sj.jid.5700418.
PMID:16983322

[41] Berk DR. Effectiveness of conventional, low-dose and
intermittent oral isotretinoin in the treatment of acne: a
randomized, controlled comparative study: comment. Br
J Dermatol. 2011;165(1):205.https://doi.org/10.1111/
j.1365-2133.2011.10305.x. PMID:21410669

[42] Lee JW, Yoo KH, Park KY, Han TY, Li K, Seo SJ, Hong
CK. Effectiveness of conventional, low-dose and inter-
mittent oral isotretinoin in the treatment of acne: a ran-
domized, controlled comparative study. Br J Dermatol.
2011;164(6):1369-75. https://doi.org/10.1111/j.1365-
2133.2010.10152.x. PMID:21114478

[43] Bagatin E, Guadanhim LR, Enokihara MM, Sanudo A,
Talarico S, Miot HA, Gibson L. Low-dose oral isotreti-
noin versus topical retinoic acid for photoaging: a ran-
domized, comparative study. Int J Dermatol. 2014;53:14-
22. https://doi.org/10.1111/ijd.12191

[44] Emre S, Metin A, Demirseren DD, Akoglu G, Oztekin A,
Neselioglu S, Erel O. The association of oxidative stress
and disease activity in seborrheic dermatitis. Arch Der-
matol Res. 2012;304(9):683-7. https://doi.org/10.1007/
s00403-012-1254-0. PMID:22699428

e1361573-8 C. S. L. KAMAMOTO ET AL.

https://doi.org/10.1046/j.1467-2494.2000.00024.x
https://doi.org/10.1046/j.1467-2494.2000.00024.x
https://doi.org/22142161
https://doi.org/17671514
https://doi.org/10.1080/13693780310001610056
https://doi.org/14982112
https://doi.org/10.1016/j.mcp.2010.12.003
https://doi.org/21193026
https://doi.org/10.1128/JCM.40.9.3350-3357.2002
https://doi.org/12202578
https://doi.org/21976604
https://doi.org/27778328
https://doi.org/10.1038/sj.jid.5700418
https://doi.org/16983322
https://doi.org/10.1111/j.1365-2133.2011.10305.x
https://doi.org/21410669
https://doi.org/10.1111/j.1365-2133.2010.10152.x
https://doi.org/21114478
https://doi.org/10.1111/ijd.12191
https://doi.org/10.1007/s00403-012-1254-0
https://doi.org/22699428

	Abstract
	Introduction
	Patients and methods
	Molecular identification of Malassezia species

	Results
	Discussion
	Disclosure of potential conflicts of interest
	Acknowledgments
	Funding
	References

